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matched—pair grouping design. Dairy cows in the control group were fed raw diet. Dairy cows in the experimental group were fed total mixed
ration supplemented with 125g Bergaplus—D every day during 21 days before parturition. Dairy cows in the experimental group were fed raw
diet supplemented with 300g Bergaplus—D during day after partum. The results showed that milk yield, FCM yield were increased(P<0.05) by
Bergaplus—D supplementation; The concentrations of milk fat, milk protein, milk sugar, milk dry matter, and feed intake were not affected(P>0.05) in
early lactation dairy cows supplemented with Bergaplus—D compared with the controls. AST and ALT were not affected(P>0.05) by Bergaplus—
D supplementation. The results indicated that Bergaplus—D had a perfect improvement on milk performance in early lactation dairy cows.
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